Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.004 Å; R factor = 0.044; wR factor = 0.122; data-to-parameter ratio = 21.0.
In the title compound, C 26 H 24 Cl 4 N 2 O 4 S 2 , the dihedral angles between the central benzene ring and the pendant rings are 70.07 (12) and 59.07 (12) . The equivalent angle between the pendant rings is 79.24 (12) . Both sulfonamide groups lie to the same side of the central ring but the pendant chains have very different conformations, as indicated by their C-S-N-C torsion angles [104.66 (17) and À76. 35 (19) ] and S-N-C-C torsion angles [129.61 (17) and 147.10 (17) ]. Both N atoms are close to planar (bond angle sums = 359. 0 and 354.8 ). In the crystal, inversion dimers are formed via a pair of weak C-HÁ Á ÁO interactions which generate R 2 2 (22) loops.
Related literature
For related structures, see: Ejaz et al. (2011a,b) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). of the title compound, (I), (Fig. 1) , are now described. In the crystal, inversion dimers are formed, by a pair of weak C-H···O interactions which generate R 2 2 (22) loops (Fig.  2 ). There are no significant aromatic π-π stacking interactions in the crystal.
A mixture of N, N'-(benzene-1,3-diyldimethanediyl) bis(2,5-dichlorobenzenesulfonamide) (0.32 g; 0.5 mmol), sodium hydride (0.25 g; 0.9 mmol) and N,N-dimethylformamide (10.0 ml) was stirred in a 100-ml round bottom flask at room temperature for half an hour, followed by the addition of allyl bromide (0.1 ml, 1.0 mmol). The reaction mixture was further stirred for five hours, and its completion was monitored by TLC. After completion, the contents were poured over crushed ice. The precipitated product was isolated, washed and recrystallized from methanol to yield colourless block-like crystals of the title compound.
Refinement
The hydrogen atoms were placed in calculated positions (C-H = 0.93-0.97 Å) and refined as riding atoms with U iso (H) = 1.2U eq (C) or 1.5U eq (methyl C). The methyl groups were allowed to rotate, but not to tip, to best fit the electron density. 0.63115 (7) 0.25666 (5) 
